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PSCA Immunostaining of Primary Tumors 
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Immunohistochemical Staining of Normal Prostate 

Normal: Isotype Control Normal: PSCA mAb 3E6 
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Figure 68 
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Figure 69 
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Figure 70 



PSCA 3C5 MAb Localizes within LAPC9AD Xenograft Tissue 




Figure 71 
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